Labeling of GO/G 1 and Early S-Phase Cells
shows the GAP of G0/G1 and early-S-phase nuclei (6.5-8. Figure  3A ). Five ofeight nuclei ( Figure  3B ) and 4 of 23 nuclei ( Figure  3C) Figure  3 ), we pooled the results for the longer exposures to determine the relationship between GAP and cell cycle position (Table  2) . Ofthe GO/Gi cells, 98.5% (257 cells) were unlabeled (average GAP of 0.01) and 1 . 5% of the G0/G 1 cells were lightly labeled (0. 1 < GAP <0.8).
The labeling percentages (% ofcells with GAP >0.10) Figure  4 shows the GAP distribution for the bone marrow cells exposed for 64 days. There were three patterns of nuclear labeling: unlabeled cells (GAP <0. 10); lightly labeled cells (0.10< GAP <0.8); and heavily labeled cells (GAP >0.8). Figure  5 shows the distributions of DNA content for these three classes of cells. All of the unlabeled cells ( Figure  5A) had GO/Gi DNA content. The lightly labeled cells had either Gi, late-S/G2, or G2 DNA content ( Figure  SB) , whereas the heavily labeled cells had DNA values that were predominantly those for S and G2 phase ( Figure  SC) . Six of the 10 lightly labeled cells ( Figure  SB) showed patchy autoradiographic grain distributions ( Figure   6 ). 
Discussion

